SEQUENCE LISTINGS 



SEQ ID NO 


CLONE NAME 


SEQUENCE 


SEQ ID NO: 1 


405 (pumilus) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 

TGTAACAATTTTGGTGCTGTCAGTCACATCGC 

TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 

GAACACAATCCAGTTGTTATGGTTCACGGTAT 

CGGAGGAGCTTCATACAATTTTGCGGGAATTA 

AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 

GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 

GACAGGGACGAATTATAACAATGGCCCGGTAT 

TATCACGATTTGTGCAAAAGGTTTTAGACGAA 

ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 

CAGTATGGGTGGCGCGAACACACCTTACTACA 

TAAAAAATCTGGACGGCGGAAATAAAATTGAA 

AACGTCGTAACGCTTGGCGGCGCGAACCGTTC 

GACGACAAGCAAGGCGCTTCCGGGAACAGAi C 

CAAATCAAAAGATTTTATACACATCCATTTAC 

AGCAGTGCCGATATGATTGTCATGAATTACTT 

ATCAAAATTAGACGGTGCTAAAAACGCTCAAA 

TTCATGGCGTTGGGCACATTGGTTTATTGATG 

AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 

ACTGAACGGCGGGGGCCAAAATACGAATTAA 


SEQ ID NO: 2 


406 (subtilis) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 

TGTAACAATTTTGATGCTGTCTGTTACATCGC 

TGTTTGCGTTGCAGCCGTCAGCAAAAGCCGCT 

GAACACAATCCAGTCGTTATGGTTCACGGTAT 

TGGAGGGGCATCATTCAATTTTGCGGGAATTA 

AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 

GACAAGCTGTATGCAGTTGATTTTTGGGACAA 

GACAGGCACAAATTATAACAATGGACCGGTAT 

TACCACGATTTGTGCAAAAGGTTTTAGATGAA 

ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 

CAGCATGGGGGGCGCGAACACACTTTACTACA 

TAAAAAATCTGGACGGCGGAAATAAAGTTGCA 

AACGTCGTGACGCTTGGCGGCGCGAACCGTTT 

GACGACAGGCAAGGCGCTTCCGGGAACAGATC 

CAAATCAAAAGATTTTATACACATCCATTTAC 

AGCAGTGCCGATATGATTGTCATAAATTACTT 

ATCAAGATTAGATGGTGCTAGAAACGTTCAAA 

^PPATf^nmT'TnnAr'ArATCGGCCTTCTGTAC 

AGCAGCCAAGTCAACAGCCTGATTAAAGAAGG 

GCTGAACGGCGGGGGACTCAATACAAATTAG 


SEQ ID NO: 3 


402 (megaterium) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GACACAATCCAGTTGTTATGGTTCACTGGTAT 
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CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGTTCAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 
ACTGAACGGCGGGGGCCACAATACAAATTAA 


SEQ ID NO: 4 


400 (lentus) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTTGTTATGGTTCACGGTAT 
CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGTTCAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 
ACTGAACGGCGGAGGACTAAATACAAATTAA 


SEQ ID NO: 5 


396 (circulans) 


ATGAAATTTATAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTTGTTATGGTTCACGGTAT 
GGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
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TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGTTCAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 
ACTGAACGGCGGGGGCCTCAATACAAATTAA 


SEQ ID NO: 6 


392 

(azotoformans) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTTGTTATGGTTCACGGTAT 
CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCGAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCAATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGTACAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 
ACTGAACGGCGGGGGCCTAGATACAAATTAA 


SEQ ID NO: 7 


398 (firmus) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTTGTTATGGTTCACGGTAT 
CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGCTCAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
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AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 
ACTGAACGGCGGAGGCCACAATACAAATTAA 


SEQ ID NO: 8 


393 (badius) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 

TGTAACAATTTTGGTGCTGTCAGTCACATCGC 

TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 

GAACACAATCCAGTTGTTATGGTTCACGGTAT 

CGGAGGAGCTTCATACAATTTTGCGGGAATTA 

AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 

GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 

GACAGGGACGAATTATAACAATGGCCCGGTAT 

TATCACGATTTGTGCAAAAGGTTTTAGACGAA 

ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 

CAGCATGGGTGGCGCGAACACACTTTACTACA 

TTUy^AAATCTGGACGGCGGAAATAAAATTGAA 

AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 

GACGACAAGCAAGGCGCTTCCGGGAACAGATC 

CAAATCAAAAGATTTTATACACATCCATTTAC 

AGCAGTGCCGATATGATTGTCATGAATTACTT 

ATCAAAATTAGACGGTGCTAAAAACGTTCAAA 

TTCATGGCGTTGGGCACATTGGTTTATTGATG 

AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 

ACTGAACGGCGGAGGCCACAATACAAATTAA 


SEQ ID NO: 9 


Dc5h 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCAAGGACAA 
GACAGGCACAAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGATGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGGGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAGTTGAA 
AACGTCGTGACGCTTGGCGGCGCCAACCGTTT 
GACGACAGGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTATTT 
ATCAAGATTAGATGGTGCGAGAAACGTTCAAA 
TCCATGGCGTTGGACACATCGGCCTTCTGTAC 
AGCAGCCAAGTCAACAGCCTGATTAAAGAAGG 
GCTGAACGGCGGGGGCCTCAATACAAATTAA 


SEQ ID NO: 10 


Dc5f 


ATGAAATTTGTAAAAAGAAGtCjA 1 C A i i CjC AC J. 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
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AGAGCTACCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCTAAGACAA 
AACAGGGAATAACCGCAACAATGGTCCGCGTC 
TATCGAGATTCGTCAAAGATGTGTTAGACAAA 
ACGGGTGCCAAAAAAGTAGATATTGTGGCTCA 
TAGTATGGGTGGAGCGAACACGCTATACTATA 
TCAAGAATCTAGATGGCGGCGATAAAATTGAG 
AACGTTGTCACAATTGGTGGAGCAAACGGACT 
CGTTTCAAGCAGAGCATTACCAGGCACAGATC 
CAAATCAAAAAATTCTTTACACATCCGTCTAT 
AGCTCAGCAGATCTTATTb i Lb i LAAUAbbb i 
CTCTCGTTTAATTGGCGCAAGAAACATCCTGA 
TCCATGGCGTTGGTCATATCGGTCTATTAACC 
TCAAGCCAAGTGAAAGGGTATATTAAAGAAGG 
ACTGAACGGCGGAGGCCTCAATACAAATTAA 


SEQIDNO: 11 


Dc5cl 


ATGAAAGTGATTTTTGTTAAGAAAAGGAGTTT 

GCAAATTCTTGTTGCCCTTGCCTTAGTGCTAG 

GTTCAATAGCCTTCATCCAGCCGAAAGAAGCC 

AAAGCGGCTGAGCATAATCCGGTTGTAATGGT 

GCATGGCATGGGTGGTGCGTCTTATAACTTTG 

CTTCGATCAAACGATACTTAGTATCACAGGGA 

TGGGATCAAAACCAACTTTTTGCAATCGATTT 

CATAGACAAAACAGGCAATAACCTAAACAATG 

GCCCGAGGCTCTCGAGATTCGTGAAAGACGTA 

CTAGCCAAAACGGGCGCCAAAAAAGTAGATAT 

TGTGGCTCATAGTATGGGCGGTGCGAACACGT 

TATACTATATTAAAAACCTAGACGGTGGAGAT 

AAAATTGAAAACGTCGTCACATTAGGTGGAGC 

AAACGGACTCGTATCACTCAGAGCATTACCAG 

GCACCGATCCAAATCAAAAAATTCTTTACACA 

TCTGTCTATAGCTCAGCCGATCTCATTGTCGT 

CAACAGCCTTTCGCGTTi AAi iGbCbLAAijAB. 

ACGTCCTGATCCACGGCGTTGGACATATCGGT 

CTATTAACCTCAAGCCAAGTCAAAGGCTATGT 

GAAAGAAGGATTGAATGGCGGGGGACAGAATA 

CAAATTAA 


SEQ ID NO: 12 


Dc5a2 


ATGAAAGTGATTTTTGTTAAGAAAAGGAGTTT 
GCAAATTCTTGTTGTGCTTGCATTGGTGATGG 
GTTCAATGGCCTTCATCCAGCCAAAAGAGATC 
AGAGCGGCTGAGCATAATCCGGTTGTGATGGT 
ACATGGCATGGGCGGTGCGTCTTATAACTTTG 
CTTCGATTAAAAGTTACTTGGTATCACAAGGA 
TnnrjaTr'GAAAr'rAATTATTTGCTATCGATTT 
CATAGACAAAACAGGTAATAACCGCAACAATG 
GTCCGCGTCTATCCAGATTCGTCAAAGATGTG 
CTAGCCAAAACAGGTGCCAAAAAAGTTGATAT 
TGTGGCTCATAGTATGGGCGGAGCGAACACGT 
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TATACTATATTAAGAATCTAGACGGCGGCGAT 
AAAATAGAAAACGTTGTTACACTTGGTGGAGC 
GAACGGACTCGTTTCACTCAGAGCATTACCAG 
GCACCGATCCAAATCAAAAAATCCTTTACACA 
TCCGTCTACAGCTCAGCCGATCTTATCGTCGT 
CAACAGCCTCTCGCGTTTAATTGGLGLAAijAA 
ACGTCCTCATTCACGGCGTTGGTCACATCGGT 
CTATTAGCTTCAAGCCAAGTCAAAGGCTATAT 
CAAAGAAGGACTGAATGGCGGAGGCCAAAATA 
CAAATTAA 


SEQ ID NO: 13 


Dc512 


ATGAAAGTGATTTTTGTTAAGAAAAGGAGTTT 

GCAAATTCTCATTGCGCTTGCATTGGTGATTG 

GTTCAATGGCGTTTATCCAGCCGAAAGAGGCG 

AAGGCGGCTGAGCATAATCCGGTTGTGATGGT 

GCATGGCATTGGCGGTGCCTCTTATAACTTTT 

TTTCTATTAAAAGTTATTTGGCCACACAAGGC 

TGGGATCGAAACCAATTATATGCTATTGATTT 

CATAGACAAAACAGGAAATAACCGCAACAATG 

GTCCGCGTCTATCGAGATTCGTCAAAGATGTG 

TTAGACAAAACGGGTGCCAAAAAAGTAGATAT 

TGTGGCTCATAGTATGGGTGGAGCGAACACGC 

TATACTATATCAAGAATCTAGATGGCGGCGAT 

AAAATTGAGAACGTTGTCACAATTGGTGGAGC 

AAACGGACTCGTTTCAAGCAGAGCATTACCAG 

GCACAGATCCAAATCAAAAAATTCTTTACACA 

TCCGTCTATAGCTCAGCAGATCTTATTGTCGT 

CAACAGCCTCTCTCAGTTTAATTGGCGCAACjA 

aacatcctgatccaggcgttggtcatatcggt 
ctattaacctcaagccaagtgaaagggtatat 
taaagaaggactgaacggcggaggcctcaata 
caaattaa 


SEQ ID NO: 14 


Sga 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAAGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCAGGGACAA 
GACAGGCAATAACTTAAACAACGGTCCAGTAT 
TATCGCGTTTCGTGAAAAAGGTATTAGATGAA 
ACCGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGCGGCGCTAACACGCTTTACTACA 
rpa a a A a ATTTOGATGGCGGTAATAAAATTGAA 
AACGTCGTAACACTTGGCGGCGCGAATCGTCT 
TGTGACAGGCAAGGCGCTTCCGGGTACTGATC 
CCAACCAAAAGATCTTGTACACATCCGTTTAC 
AGTAGTGCTGATATGATTGTTATGAATTACTT 
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AACAAAATTAGACGGGGCTAAAAATGTTCAAA 
TTCATGGTGTCGGACATATCGGCCTTCTGTAC 
AGCAGCCAAGTCAACAGCCTGATTAAAGAAGG 
GCTTAACGGCGGAGGCCTCAATACAAATTAA 


SEQ ID NO: 15 


Sgc 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCTGGGATAA 
GACAGGCAATAACTTAAACAACGGTCCAGTAT 
TATCGCGTTTTGTGAAAAAGGTATTAGATGAA 
ACCGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGCGGCGCTAACACGCTTTACTACA 
TAAAAAATTTGGATGGCGGTAATAAAATTGAA 
AACGTCGTAACACTTGGCGGCGCGAATCGTCT 
TGTGACAGGCAAGGCGCTTCCGGGTACTGATC 
CCAACCAAAAGATATTGTACACATCCGTTTAC 
AGTAGTGCTGATATGATTGTTATGAATTACTT 
ATCAAAATTAGACGGGGCTAAAAATGTTCAAA 
TTCATGGTGTCGGACATATCGGCCTTCTGTAC 
AGCAGCCAAGTCAATAGCCTGATTAAAGAAGG 
GCTTAACGGCGGAGGACTCAATACGAATTAA 


SEQ ID NO: 16 


Sgd 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTTAGTGACAA 
AACAGGCAATAACTTAAACAACGGTCCAGTAT 
TATCGCGTTTTGTGAAAAAGGTATTAGATGAA 
ACCGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGCGGCGCTAACACGCTTTACTACA 
TAAAAAATTTGGATGGCGGTAATAAAATTGAA 
AACGTCGTAACACTTGGCGGCGCGAATCGTCT 
TGTAACAGGCAAGGCGCTTCCGGGTACTGATC 
CCAACCAAAAGATCTTGTACACATCCGTTTAC 
AGTAGTGCTGATATGATTGTTATGAATTACTT 
ATCAAAATTAGACGGGGCTAAAAATGTTCAAA 
TTCATGGTGTCGGACATATCGGCCTTCTGTAC 
AGCAGCCAAGTCAACAGCCTGATTAAAGAAGG 
GCTTAACGGCGGGGGCCTGAATACGAATTAA 


SEQ ID NO: 17 


Sgf 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
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GAACACAATCCAGTCGTTATGGTTCACGGTAT 

TGGAGGGGCATCATTCAATTTTGCGGGAATTA 

AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 

GACAAGCTGTATGCAGTTGATTTCAAAGACAA 

GACAGGGAATAACCGCAACAATGGTCCGCGTC 

TATCGAGATTCGTCAAAGATGTGTTAGACAAA 

ACAGGAGCCAAAAAAGTAGATATTGTGGCTCA 

TAGTATGGGCGGAGCGAACACATTATACTATA 

TTAAGAATCTAGATGGTGGCGATAAAATTGAG 

AACGTTGTCACAATTGGTGGAGCAAACGGACT 

CGTTTCAAGCAGAGCATTACCAGGCACAGATC 

CAAATCAAAAAATTCTTTACACATCCGTCTAT 

AGCTCAGCAGATCTTATTGTCGTCAACAGTCT 

CTCTCGTTTAATTGGCGCAAGAAACGTCCAAA 

TCCATGGCGTTGGACATATCGGTCTATTAACC 

TCAAGCCAAGTCAAAGGATATATTAAAGAAGG 

ACTGAACGGCGGGGGCCTCAATACAAATTAA 


SEQ ID NO: 18 


Sgh 


ATGAAATTTGTAAAAAGAAGGATCCTTGCACT 

TGTAACAATTTTGATGCTGTCTGTTACATCGC 

TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 

GAACACAATCCAGTCGTTATGGTTCACGGTAT 

TGGAGGGGCATCATTCAATTTTGCGGGAATTA 

AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 

GACAAGCTGTATGCAGTTGATTTCATTGACAA 

GACAGGAAATAACCGCAACAATGGTCCGCGTC 

TATCGAGATTCGTCAAAGATGTGTTAGACAAA 

ACAGGAGCCAAAAAAGTAGATATTGTGGCTCA 

TAGTATGGGCGGAGCGAACACATTATACTATA 

TTAAGAATCTAGATGGTGGCGATAAAATTGAG 

AACGTTGTCACAATTGGTGGAGCAAACGGACT 

CGTTTCAAGCAGAGCATTACCAGGCACAGATC 

CAAATCAAAAAATTCTTTACACATCCGTCTAT 

AGCTCAGCAGATCTTATTGTCGTCAAC AG i C i 

CTCTCGTTTAATTGGCGCAAGAAACGTCCAAA 

TCCATGGCGTTGGACATATCGGTCTATTAACC 

TCAAGCCTAGTCAAAGGATATATTAAAGAAGG 

ACTGAACGGCGGAGGCCAAAATACAAATTAA 


SEQ ID NO: 19 


Mt2bl 


ATGAAAGTGATTTTTGTTAAGAAAAGGAGTTT 
GCAAATTCTTGTTGCCCTTGCCTTAGTGATAG 
GTTCAATGGCCTTCATCCAGCCAAAAGAAATC 
AAAGCAGCTGAGCACAATCCGGTTGTGATGGT 
ACATGGTATTGGAGGAGCGTCTTATAACTTTG 

TGGGATCGAAACCAATTATTTGCTATCGATTT 
CATAGACAAAACAGGGAATAACCGCAACAATG 
GTCCTCGTTTATCTAGATTCGTCAAAGATGTG 
CTAGACAAAACGGGTGCCAAAAAAGTAGATAT 
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TGTGGCGCATAGTATGGGCGGGGCGAACACGC 
TATACTATATTAAGAATCTAGATGGCGGCGAT 
AAAATTGAAAACGTCGTCACCATTGGTGGAGC 
AAACGGACTCGTTTCACTCAGAGCATTACCAG 
GAACAGATCCAAATCAAAAAATTCTCTATACA 
TCTGTCTATAGCTCAGCCGATTTGATTGTCGT 
CAACAGCCTTTCGCGTTTAACTGGCGCAAGAA 
ATGTCCTGATCCACGGCGTTGGCCATATCGGT 
CTATTAACCTCAAGCCAAGTGAAAGGGTATAT 
TAAAGAAGGACTGAACGGCGGGGGCCTAAATA 
CAAATTAA 


SEQ ID NO: 20 


H2a 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCAGGGACAA 
GACAGGAAATAACCGCAACAATGGTCCGCGTC 
TATCTAAATTCGTCAAAGATGTGTTAGACAAA 
ACGGGTGCCAAAAAAGTAGATATTGTGGCTCA 
TAGTATGGGCGGGGCGAACACGCTATACTATA 
TTAAGAATCTAGATGGCGGCGATAAAATTGAG 
AACGTTGTCACAATTGGCGGAGCAAACGGACT 
CGTTTCAAGCAGAGCATTACCAGGCACAGATC 
CAAATCAAAAAATTCTTTACACATCCGTCTAC 
AAGCTCAGCCGATCTCATTGTCGTCAACAGTC 
TCTCTCGTTTAATTGGCTGCAAGAAACAGTCC 
AAATCCATGGCGTTGGACATATCGGTCTATTA 
ACCTCAAGCCAAGTCAAAGGATATATTAAAGA 
AGGACTGAACGGCGGGGGACTAAATACAAATT 
AA 


SEQIDN0:21 


lfl5(G2) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCGCGTTTTGTGAAAAAGGTATTAGATGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCTAACACGCTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAGTTGA 
AAACGTCGTAACGCTTGGCGGCACGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAZ^lATTAGACGGTGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
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GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGACTCAATACGAATTGA 


SEQ ID NO: 22 


3C12 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCTAGATTCGTCAAAGATGTGCTAGACAA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGACTCAATACGAATTGA 


SEQ ID NO: 23 


3N19(G2) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
GGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGAAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGACATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CGGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATCCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGACTGAATACAAATTGA 


SEQ ID NO: 24 


G2.2 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
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CCAAATCAAAAGATTTTATACACATCCATTTA 
CGGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTACAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGACTCAATACGAATTGA 


SEQ ID NO: 25 


2C3 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCGAACACACTTTACTAC 
ATAAAAAATTTGGATGGCGGTAATAAAATTGA 
AAACGTCGTCACCATTGGTGGAGCAAACGGAC 
TCGTTTCAAGCAGAGCATTACCAGGCACAGAT 
CCAAATCAAAAAATTCTTTACACATCCGTCTA 
TAGCTCAGCAGATCTTATTGTCGTCAACAGTC 
TCTCTCGTTTAATTGGCGCAAGAAACGTCCAA 
ATCCATGGCGTTGGACATATCGGTCTATTAAC 
CTCAAGCCAAGTCAAAGGATATATTAAAGAAG 
GGCTTAACGGCGGGGGCCACAATACGAATTGA 


SEQ ID NO: 26 


2F11 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGAGCTTCATACAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAGGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTACAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAAAGGATATATTAAAGAAG 
GACTGAACGGCGGAGGCCTAAATACGAATTGA 


SEQ ID NO: 27 


KV11(6C7) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAGTTTTGCGGGAATT 

GGGCAAGCTGTATCCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTGGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
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ACAGTATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGTACTGAT 
CCCAACCAAAAGATCTTGTACACATCCGTTTA 
CAGTAGTGCTGATATGATTGTTATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCC TAAATAC AAATTGA 


SEQ ID NO: 28 


KV6(3A1) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTGGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGTATGG6TGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGTACTGAT 
CCCAACCAAAAGATCTTGTACACATCCGTTTA 
CAGTAGTGCTGATATGATTGTTATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCTAAATACAAATTGA 


SEQ K) NO: 29 


KV2(2D1) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGAGCTTCATACAGTTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCCAACCAAAAGATCTTGTACACATCCGTTTA 
CAGTAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGTGTCGGACATATCGGCCTTCTGTA 

CAGCA(aLLAA(a i v^AAUAijrL.L. i IrrA 1 1 Ailil^fl/ivj 

GACTGAACGGCGGGGGCCAAAATACAAATTGA 


SEQ ID NO: 30 


N2.5 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGAGCTTCATACAGTTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
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GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAZ^ATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACTGAT 
CCCAACCAAAAGATCTTGTACACATCCGTTTA 
CAGTAGTGCTGATATGATTGTTATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACACTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCACAATACAAATTGA 


SEQIDNO:31 


KV5(2H6) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGAGCATCATACAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATACGGTTGATTTTTGGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAATCGTC 
TTGTAACAGGCAAGGCGCTTCCGGGAACAGAT 
CCCAATCAAAAGATTTTGTACGCATCCGTTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCTGAATACA7NATTGA 


SEQ ID NO: 32 


3E5 


TGAACACAATCCAGTCGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AGGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
GGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGATGA 
AACCGGTGCGAAAAAAGTGGACATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
C C AAATC AAAAG ATTTT AT AC AC ATC C ATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATCCATGGCGTTGGACACATCGGCCTTCTGTA 
CAGCAGCCAAGTCAACAGCCTGATTAAAGAAG 
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GACTGAACGGCGGGGGCCTCAATACGAATTGA 




SEQ ID NO: 33 


G2.1 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 

TCGGAGGGGCATCATTCAATTTTGCGGGAATT 

AGGAGCTATCTCGTATCTCAGGGCTGGTCACG 

GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 

AGACAGGGACGAATTATAACAATGGCCCGGTA 

TTATCACGATTTGTGCAAAAGGTTTTAGACGA 

AACCGGTGCGAAAAAAGTGGACATTGTCGCTC 

ACAGCATGGGCGGCGCTAACACGCTTTACTAC 

ATAAAAAATCTGGACGGCGGAAATAAAATTGA 

AAACGTCGTAACGCTTGGCGGCACGAACCGTT 

TGACGACAAGCAGGGCGCTTCCGGGAACAGAT 

CCAAATCAAAAGATTTTATACACATCCATTTA 

C AGCAGTGCCGATATGAl i G i C A i IjAA i i Ai- 1 

TATCAAAACTAGACGGTGCTAAAAACGTTCAA 

ATTCATGGCGTTGGGCACATTGGTTTATTGAT 

GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 

GACTGAACGGCGGGGGACTCAATACGAATTGA 


u 


SEQ ID NO: 34 


3H24(G2) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 

TTGGAGGGGCATCATTCAATTTTGCGGGAATT 

AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 

GGACAAGCCGTATGCGGTTGATTTTTGGGACA 

AGACAGGGACGAATTATAACAATGGCCCGGTA 

TTATCACGATTTGTGCAAAAGGTTTTAGACAA 

AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 

ACAGCATGGGGGGCGCGAACACACTTTACTAC 

ATAAAAAATCTGGACGGCGGAAATAAAGTTGA 

AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 

TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 

CCAAATCAAAAGATTTTATACACATCCATTTA 

CAGC AGTGCCGATATGATTG i C A i (jAA i i i 

TATCAAAATTAGACGGTGCTAAAAACGTTCAA 

ATTCATGGCGTTGGGCACATTGGTTTATTGAT 

GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 

GACTGAACGGCGGGGGACTCAATACGAATTGA 




SEQ ID NO: 35 


KV10(4G6) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTGTCTCAGGGCTGGCCGCG 
GGACAAGCTGTATGCAGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
a r* A r r a TrinnTOnrGCGAAC AC ACTTT ACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAGTTGA 
AAGCGTCGTAACACTTGGCGGCGCGAATCGTC 
TTGTAACAGGCAAGGCGCTTCCGGGAACTGAT 
CCCAACCAAAAGATTTTATACACATCCATTTA 
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CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTCGGACATATCGGCCTTCTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCACAATACAAATTGA 


SEQ ID NO: 36 


KV12(6D4) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AGGAGCTATCTCGTATCTCAGGGCTGGCCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCCC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAGTTGA 
AAACGTCGTGACGCTTGGCGGCGCCAACCGTT 
TGACGACAGGCAAGGCGCTTCCGGGTACTGAT 
CCCAATCAAAAGATTTTATACACATCCGTTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGGCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCACAATACAAATTGA 


SEQ ID NO: 37 


N2.2 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AGGAGCTATCTCGTATCTCAGGGCTGGCCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCCT 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAGTTGA 
AAACGTCGTGACGCTTGGCGGCGCCAACCGTT 
TGACGACAGGCAAGGCGCTTCCGGGTACTGAT 
CCCAATCAAAAGATTTTATACACATCCGTTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGGCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCACAATACAAATTGA 


SEQ ID NO: 38 


N2.3 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGGGGGGCATCATTCAGTTTTGCGGGAATT 
AGGAGCTATCTCGTATCTCAGGGCTGGCCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCCC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
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ATAAAAAATCTGGACGGCGGAAATAAAGTTGG 
AAACGTCGTGACGCTTGGCGGCGCCAACCGTT 
TGACGACAGGCAAGGCGCTTCCGGGTACTGAT 
CCCAATCAAAAGATTTTATACACATCCGTTTA 

CAGCAGTGCCGATATGATTGTLATCjAAi iAUi 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGGCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCACAATACAAATTGA 


SEQ NO: 39 


N2.1 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AGGAGCTATCTCGTATCCCAGGGCTGGCCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCCC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAGTTGA 
AAACGTCGTGACGCTTGGCGGCGCCAACCGTT 
TGACGACAGGCAAGGCGCTTCCGGGTACTGAT 
CCCAATCAAAAGATTTTATACACATCCGTTTA 
CAGCAGTGCCGATATGATTGTCATCjAAI lAOl 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGGCTGATTAAAGAAG 
GACTGAACGGCGGAG6CCACAATACAAATTGA 


SEQ ID NO: 40 


KV4(2E12) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGACATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCCAACACGCTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTGACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 


SEQ ID NO: 41 


KV9(4C6) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCAGTTGATTTTAGTGACA 
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AAACAGGCACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGATGGCGGTAATAAAATTGA 
AAACGTCGTAACACTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGTACTGAT 
CCCAACCAAAAGATCTTGTACACATCCATTTA 
C AGO AGTGC CGATATGGTTGTC ATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGTGTCGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCACAATACGAATTGA 


SEQ ID NO: 42 


7D6 


TAAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATACAATTTTGCGGGAATA 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCAGTTGATTTTAGTGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGTAATAAAATTGA 
AAACGTCGTAACACTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAACTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGATTAAATACGAATTGA 


SEQ ID NO: 43 


3F3 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGAATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACCGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGCTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 

C AvjC AG ivjUL-tjA 1 A 1 VjA 1 X 1 A i 1 1 1 

TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATCCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCAGAATACGAATTGA 
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SEQ ID NO: 44 


2D11(G2) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTAT6CGGTTGATTTTTGGGACA 
GGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGAAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTCACACTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGCTGAACGGCGGAGGCCAGAATACGAATTGA 


SEQ ID NO: 45 


3C23(G2) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
GGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTCACACTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGCTTAACGGCGGGGGCCACAATACGAATTGA 


SEQ ID NO: 46 


G2.3 


TGAACACAATCCAGTCGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATA 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
GGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAGAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTGCT 
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TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCAGAATACGAATTGA 


yd 


SEQ ID NO: 47 


2A3 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCGTTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCAGTTGATTTCAAAGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGAAAAAGGTATTAGATGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCTAACACGCTTTACTAC 
ATAAAGAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGTACTGAT 
CCCAACCAAAAGATCTTGTACACATCCGTTTA 
CAGTAGTGCTGATATGATTGTTATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCTAAATACAAATTGA 


pi 

Q 


SEQ ID NO: 48 


2F4 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGAAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCTAACACGCTTTACTAC 
ATAAAAAATCTGGACGGCGGCGATAAAATTGA 
GAACGTCGTAACACTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATCTTGTACACATCCGTTTA 
CAGTAGTGCTGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGCTGAACGGCGGAGGCCAGAATACGAATTGA 




SEQ ID NO: 49 


2B9(G2) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCAGTTGATTTTTGGGGCA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCGCGTTTTGTGAAAAAGGTATTAGATGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
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AAACGTCGTAACACTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTbiLAitjAAi iAUJ. 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCAAAATACGAATTGA 


SEQ ID NO: 50 


2C5 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCAGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCGCGTTTTGTGAAAAAGGTATTAGATGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCTAACACGCTTTACTAC 
ATAAAAAATCTGGATGGCGGTAATAAAATTGA 
AAACGTCGTCACACTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACTGAT 
CCCAACCAAAAGATTTTATACACATCCATTTA 
C AGCAGTGCCGATATGATTGTCA i CjAA i i i 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCAAAATACGAATTGA 


SEQIDN0:51 


KV1(2A6) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTCAAGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGAAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCTAACACGCTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGTACTGAT 
CCCAACCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGCTTAACGGCGGGGGCCAGAATACGAATTGA 


SEQ E) NO: 52 


2D1j(Cj2) 


ipaaarafAA TPP AOTTGTT ATGGTTC ACGGT A 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACGAGCTGTATGCGGTTGATTTTTGGGACG 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
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TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGTACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTAL 1 
TATCAAAATTAGACGGTGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGCTGAACGGCGGAGGCCAAAATACGAATTGA 


SEQ ID NO: 53 


3C8 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAGTTGA 
AAACGTCGTAACACTTGGCGGCGCGAATCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCAAAATACAAATTGA 


SEQ ID NO: 54 


2D5 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACACTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
C AGC AGTGCCCjA i A 1 (jA i i i A i Kzfi\£\ 1 1 /iu i 
TATCAAAATTAGACGGTGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
1 GGCTGAACGGCGGAGGACAAAATACAAATTGA 
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SEQ ID NO: 55 


405 (pumilus) 


MKFVKRRIIALVTILVLSVTSLFAMQPSAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKL Y AVDr WDJs. i G i IN i iNiNHar' V Li oKr V y r\. v LiUJii 
TGAKKVDIVAHSMGGANTPYYIKNLDGGNKIE 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNAQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGQNTN 


SEQ JD NO: 56 


406 (subtilis) 


MKFVKRRIIALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFWDKTGIJN YJNJNGirVijr'Kr vyJxVijiJ£i 
TGAKKVD I VAHSMGGANTLYYIKNLDGGNKVA 
NWTLGGANRLTTGKAL PGTDPNQKI LYTS lY 
SSADMIVINYLSRLDGARNVQIHGVGHIGLLY 
SSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 57 


402 (megaterium) 


MKFVKRRI I ALVT I LVL SVTSLFAMQ PS AKAA 
DTIQLLWFTGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTJSrYNNGPVLSRFVUKVLilJJi 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVNSL IKEGLNGGGHNTN 


SEQ ID NO: 58 


400 (lentus) 


MKFVKRRI I ALVTILVLSVTSLFAMQPSAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 

GKLYAVDFWDKTGTNYNNbPVijbKi:* VyJxVijUrij 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVNSL I KEGLNGGGLNTN 


SEQ ID NO: 59 


396 (circulans) 


MKFIKRRIIALVTILVLSVTSLFAMQPSAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTG iJM iJMiN<airVi-ioKr vyjxvJ-iiJiij 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTS lY 
SSADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 60 


392 

(azotoformans) 


MKFVKRRI I ALVTILVL SVTSLF AMQP SAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GELYAVDFWDKTGTNYMNGPVJ-iSKi' VUi^vLiDH 
TGAKKVDI VAHSMGGANTLYY IKNLDGGNKI E 
NWTLGGANRLTTSKALPGTDPNQKILYTS I Y 
SSANMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGLDTN 


SEQ E) NO: 61 


398 (iirmus) 


EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
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S SADMI VMNYLSKLDGAKNAQ IHGVGHIGLLM 
NSQVNSL IKEGLNGGGHNTN 


SEQ ID NO: 62 


393 (badius) 


MKFVKRRI lALVTILVLSVTSLFAMQPSAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
S SADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVNSL IKEGLNGGGHNTN 


SEQ ID NO: 63 


Dc5h 


MKFVKRRI I ALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFKDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKVE 
NWTLGGANRLTTGKAL PGTDPNQKILYTS I Y 
SSADMIVMNYLSRLDGARNVQ IHGVGHIGLLY 
SSQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 64 


Dc5f 


MKFVKRRI lALVTILMLSVTSLFALQPST^KAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFXDKTGNNRNNGPRLSRFVKDVLDK 
TGAKKVDIVAHSMGGANTLYYIKNLDGGDKIE 
NWTIGGANGLVSSRALPGTDPNQKILYTSVY 
SSADLIWNSLSRLIGARNILIHGVGHIGLLT 
SSQVKGYIKEGLNGGGLNTN 


SEQ ID NO: 65 


Dc5cl 


MKVIFVKKRSLQILVALALVLGSIAFIQPKEA 
KAAEHNPWMVHGMGGASYNF AS IKRYLVSQG 
WDQNQLFAIDFIDKTGNNLMNGPRLSRFVKDV 
LAKTGAKKVDIVAHSMGGANTLYYIKNLDGGD 
KIENWTLGGANGLVSLRALPGTDPNQKILYT 
SVYSSADLIWNSLSRLIGARJWLIHGVGHIG 
LLTSSQVKGYVKEGLNGGGQNTN 


SEQ ID NO: 66 


Dc5a2 


MKVIFVKKRSLQILWLALVMGSMAFIQPKEI 
RAAEHNPWMVHGMGGASYNFAS IKSYLVSQG 
WDRNQLFAIDFIDKTGMNRNNGPRLSRFVKDV 
LAKTGAKKVDIVAHSMGGANTLYYIKNLDGGD 
KI ENWTLGGANGLVSLRALPGTDPNQKI LYT 
SVYS SADL I WNSLSRL IGARNVL IHGVGHIG 
LLAS SQVKGYIKEGLNGGGQNTN 


SEQ ID NO: 67 


Dc512 


MKVIFVKKRSLQILIALALVIGSMAFIQPKEA 
KAAEHNPWMVHGIGGASYNFFS IKSYLATQG 
WDRNQLYAIDF IDKTGNNRNNGPRL SRFVKDV 
LDKTGAKKVDIVAHSMGGANTLYYIKNLDGGD 
KIENWTIGGANGLVSSRALPGTDPNQKILYT 
SVYSSADLIWNSLSQFNWRKKHPDPGVGHIG 
LLTSSQVKGYIKEGLNGGGLNTN 


SEQ ID NO: 68 


Sga 


MKFVKRRI lALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFRDKTGNNLNNGPVLSRFVKKVLDE 
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TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLVTGKALPGTDPNQKILYTSVY 
SSADMIVMNYLTKLDGAKNVQIHGVGHIGLLY 
SSQWSLIKEGLNGGGLNTN 


SEQ ID NO: 69 


Sgc 


MKFVKRRI lALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFWDKTGNNLMNGPVLSRFVKKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLVTGKAL PGTDPNQKI LYTS VY 
S SADMI VMNYL SKLDGAKNVQ IHGVGHIGLLY 
SSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 70 


Sgd 


MKFVKRRIIALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFSDKTGNNLKNGPVLSRFVKKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLVTGKAL PGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLY 
S SQWSL IKEGLNGGGLNTN 


SEQ ID NO: 71 


Sgf 


MKFVKRRI lALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFKDKTGNNRJSINGPRLSRFVKDVLDK 
TGAKKVDIVAHSMGGANTLYYIKNLDGGDKIE 
NWTIGGANGLVS SRALPGTDPNQKILYTSVY 
S SADL IWNSL SRLIGARNVQ IHGVGHIGLLT 
SSQVKGYIKEGLNGGGLNTN 


SEQ ID NO: 72 


Sgh 


MKFVKRRILALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFIDKTGNNRNNGPRLSRFVKDVLDK 
TGAKKVDIVAHSMGGANTLYYIKNLDGGDKIE 
NWTIGGANGLVSSRAL PGTDPNQKILYTSVY 
SSADL IWNSLSRLIGARNVQ IHGVGHIGLLT 
S SL VKGY I KEGLNGGGQNTN 


SEQ ID NO: 73 


Mt2bl 


MKVIFVKKRSLQILVALALVIGSMAFIQPKEI 
KAAEHNPWMVHGIGGASYNFAS IKSYLVNQG 
WDRNQLFAIDFIDKTGNNRNNGPRLSRFVKDV 
LDKTGAKKVDIVAHSMGGANTLYYIKNLDGGD 
KIENWTIGGANGLVSLRALPGTDPNQKILYT 
SVYSSADLIWNSLSRLTGARNVLIHGVGHIG 
LLTSSQVKGYIKEGLNGGGLNTN 


SEQ ID NO: 74 


H2a 


MKFVKRRIIALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFRDKTGNNRNNGPRLSKFVKDVLDK 
TGAKKVDIVAHSMGGANTLYYIKNLDGGDKIE 
NWTIGGANGLVSSRAL PGTDPNQKILYTSVY 
KLSRSHCRQQSLSFNWLQETVQIHGVGHIGLL 
TSSQVKGYIKEGLNGGGLNTN 
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SEQ ID NO: 75 


lfl5(G2) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVKKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKVE 
NWTLGGTNRSTTSKALPGTDPNQKILYTSIY 
S SADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQWSLIKEGLNGGGLNTN 


SEQ ID NO: 76 


3C12 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVKDVLDK 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQWSLIKEGLNGGGLNTN 


SEQ ID NO: 77 


3N19(G2) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDRTGTNYWNGPVLSRFVKKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTS lY 
GSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQWSLIKEGLNGGGLNTN 


SEQ ID NO: 78 


G2.2 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAHSMGGANTLYY IKNLDGGNKIE 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
GSADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 79 


2C3 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD IVAHSMGGANTLYYIKNLDGGNKIE 
NWTIGGANGLVSSRALPGTDPNQKILYTSVY 
SSADLIVWSLSRLIGARNVQIHGVGHIGLLT 
SSQVKGYIKEGLNGGGHNTN 


SEQ ID NO: 80 


2F11 


EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSRAL PGTDPNQKIL YTS I Y 
SSADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVKGYIKEGLNGGGLNTN 


SEQ ID NO: 81 


KV11(6C7) 


EHNPWMVHGIGGASFSFAGIKSYLVSQGWSR 
GKLYPVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYY IKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQWSLIKEGLNGGGLNTN 


SEQ ID NO: 82 


KV6(3A1) 


EHNPWMVHG IGGAS F S F AG I KS YLVS QGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD IVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSVY 
1 SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
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NSQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 83 


KV2(2D1) 


EHNPWMVHGIGGASYSFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNJNIbPvijbKi:' vyKvijUJi 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKI LYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLY 
SSQVNSLIKEGLNGGGQNTN 


SEQ ID NO: 84 


N2.5 


EHNPWMVHGIGGASYSFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDh 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHTGLLM 
NSQVNSL IKEGLNGGGHNTN 


SEQ ID NO: 85 


KV5(2H6) 


EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKLYTVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLVTGKALPGTDPNQKILYASVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 86 


3E5 


EHNPWMVHGIGGASFNFAGIRSYLVSQGWSR 
GKL YAVDFWDRTGTNYNNG PVL SRF VQKVLDli 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTS lY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLY 
S SQVNSL IKEGLNGGGLNTN 


SEQ ED NO: 87 


G2.1 


EHNPWMVHGIGGASFNFAGIRSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLUh 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGTNRLTTSRALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 88 


3H24(G2) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKPYAVDFWDKTGTNYNNG PVL SRF VQKVLU Js. 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKVE 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 89 


KV10(4G6) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWPR 
DKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDI VAHSMGGANTLYY IKNLDGGNKVE 
SWTLGGANRLVTGKALPGTDPNQKILYTS I Y 
S SADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 


SEQ ID NO: 90 


KV12(6D4) 


EHNPWMVHGIGGASFSFAGIRSYLVSQGWPR 
DKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDI VAHSMGGANTLYY IKNLDGGNKVE 
NWTLGGANRLTTGKALPGTDPNQKILYTSVY 
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S SADMIVMNYL SKLDGAKNVQ I HGVGHI GLLM 
NSOVNRL IKEGLNGGGHNTN 


SEQ ID NO: 91 


N2.2 


EHNPWMVHGIGGASFSFAGIRSYLVSQGWPR 
DKLYAVDFwDKTGTJNntJNlwGPVLbKi' vyJxvL/JJEi 
TGAKKVDIVAYSMGGANTLYYIKNLDGGNKVE 
NWTLGGANRLTTGKALPGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNRL IKEGLNGGGHNTN 


SEQ ID NO: 92 


N2.3 


EHNPWMVHGIGGASFSFAGIRSYLVSQGWPR 
DKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKVG 
NWTLGGANRLTTGKALPGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNRL IKEGLNGGGHNTN 


SEQ ID NO: 93 


N2.1 


EHNPWMVHGIGGASFSFAGIRSYLVSQGWPR 
DKLYAVDFWDKTGTNYNNGPVLbKl' vyj\VijJJii 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKVE 
NWTLGGANRLTTGKALPGTDPNQKILYTSVY 
S SADMIVMNYL SKLDGAKNVQ IHGVGHIGLLM 
NSQVNRLIKEGLNGGGHNTN 


SEQ ID NO: 94 


KV4(2E12) 


EHNPWMVHGIGGTSFNFAGIKSYLVSQGWSR 
DKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDli 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
S S ADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSOVNSLIKEGLNGGGHNTN 


SEQ ID NO: 95 


KV9(4C6) 


EHNPWMVHGIGGASFSFAGIKSYLVSQGWSR 
DKLYAVDF SDKTGTNYNNG PVL SRFVQKVLDi. 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
SSADMWMNYLSKLDGAKNVQIHGVGHIGLLM 
NSOVNSLIKEGLNGGGHNTN 


SEQ ID NO: 96 


7D6 


KHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
DKLYAVDFSDKTGTNYNNbPVLbKi' VUls.VijUJi 
TGAKKVDI VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSOVNSLIKEGLNGGGLNTN 


SEQ ID NO: 97 


3F3 


EHNPWMVHGIGGASFNFAGIKSYLESQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKALDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTS I Y 
c; c; ADMTXTMIWT , SKLDGAKNVQ IHGVGH I GLLM 
NSOVNSLIKEGLNGGGQNTN 


SEQ ID NO: 98 


2D11(G2) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDRTGTNYNNGPVLSRFVKKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
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NWTLGGANRSTTSKALPGTDPNQKILYTS lY 
S S ADMI VMNYL SKLDGAKNVQ I HGVGH I GLLM 
NSQVNSL IKEGLNGGGQNTN 


SEQ ID NO: 99 


3C23(G2) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDRTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
S S ADMIVMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVNSLIKEGLNGGGHNTN 


SEQ ID NO: 100 


G2.3 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDRTG iJXI YJNJNtjr'VijbKr UUSh 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
SSADMIVMNCL SKLDGAKNVQ IHGVGHIGLLM 
NSQVNSLIKEGLNGGGQNTN 


SEQ ID NO: 101 


2A3 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKL YAVDFKDKTGTNYNNG PVL SRF VKK V LDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRSTTSKALPGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 102 


2F4 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFMDKTGT]NrYMNGPVLbRFVJs.KVLUE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGDKIE 
NWTLGGANRSTTSKALPGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGQNTN 


SEQ ID NO: 103 


2B9(G2) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFWGKTGTNYNNGPVLbKi' v K}s.y LiUtL 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRSTTSKALPGTDPNQKILYTS lY 
S S ADMI VMNYLSKLDGAKNVQ IHGVGH IGLLM 
NSQVNSLIKEGLNGGGQNTN 


SEQ ID NO: 104 


2C5 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKL Y AVDF WDKTGTNYNNG PVL S RF VKKVLDE 
TGAKKVDI VAHSMGGANTLYY IKNLDGGNKI E 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGQNTN 


SEQ ID NO: 105 


KV1(2A6) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 

GKLYAVDFKDKTGTNYNNGPVLSRFVKKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 

S S ADMI VMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVNSLIKEGLNGGGQNTN 


SEQ ID NO: 106 


2D13(G2) 


KHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DELYAVDFWDETGTNYNNGPVLSRFVQKVLDE 
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TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRSTTSKALPGTDPNQKILYTS I Y 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGQNTN 


SEQ ID NO: 107 


3C8 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKVE 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
S SADMI VMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVNSLIKEGLNGGGQNTN 


SEQ ID NO: 108 


2D5 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 

CjKLY AViJr WiJivllj liNl xiNliNVai^ ViJoKr vyJxVijUiij 
TGAKKVD I VAHSMGGAJNfTL Y Y I KNLDGGNK I E 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
SSADMIVMISnfLSKLDGAKlWQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGQNTN 
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